Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.033; wR factor = 0.088; data-to-parameter ratio = 9.9.
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Comment 1-Amino-cyclohexanecarboxylic acid is a promising amino acid candidate to serve as basic piece in redesigned protein motifs which constitute the basic modules in synthetic nanoconstructs (Rodríguez-Ropero et al., 2008) . It structure was reported by Valle et al. (1988) . The title compound, (I), 1-amino-cyclohexanecarboxylic acid hydrochloride, C 7 H 14 NO 2 + .Cl -, was first reported in the noncentric space group P2 1 (Chacko et al., 1971) and later reported in the centrosymmetric space group P2 1 /m (Chacko et al., 1975) with R = 0.113. The present paper reports a redetermination of the crystal structure of (I), with greater precision and accuracy. Both, the cation and anion are located on a mirror plane, which confirms the space group P2 1 /m instead of P2 1 . In this compound, the cyclohexane ring adopts a chair conformation, with the ammonium and carboxylate groups in axial and equatorial positions, respectively (Cremer & Pople, 1975) , while the pure amino acid has an opposite conformation (Valle et al., 1988) . In (I), 1-amino-cyclohexanecarboxylic acid is protonated and is linked to the Cl -anion by a O-H···Cl hydrogen bond (Fig. 1 , Table 1 ). The hydrogen bonds O1-H1···Cl1 (x, y, z -1) and N1-H1B···Cl1
(1 -x, y -1/2, 1 -z) form infinite chains running along the [001] direction (Fig. 2) and may be described in graph-set notation as C 1 2 (7) (Etter, 1990) . The intramolecular hydrogen bonds N1-H1A···Cl1 form infinite chains, with graph-set C , parallel to the bc plane (Fig. 2) .
Experimental 1-Amino-cyclohexanecarboxylic acid and hydrochloric acid in equal molar ratio were mixed together with enough water, and heated to a temperature where a clear solution was obtained. Colorless crystals of (I) suitable for X-ray diffraction analysis were grown by slow evaporation of this solution.
Refinement
All H atoms were located in a difference map and their positions were freely refined, with the U iso (H) values set at 1.2U eq (carrier C), 1.5U eq (carrier O) and 1.5U eq (carrier N), respectively. Fig. 1 . The molecular structure of (I), with atom labels and 50% probability displacement ellipsoids for non-H atoms. 
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